Webinar:
SeeSAR & StarDrop

Hit ldentification and Lead Optimization
to design Novel Molecules

Date: 21 January 2022 ~ Time: 11:00am IST

StarDrop's core features can be extended with a wide range of modules that provide
ADME, P450 metabolic stability, Pharmacokinetic property, ML-based QSAR modelling, 3D phar-
macophore, Hit Identification, multi-parameter optimisation scoring, retro synthetic pathway

lon, matched pair series, 2D lead optimisation, R group analysis and many more features

eSAR, FlexX and infiniSee offers virtual screening on multi-CPU in parallel, denovo

nopping, 3D lead optimisation, chemical space exploration, pharmacophore

design FBDD, SBDD and many more.
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